Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.049; wR factor = 0.147; data-to-parameter ratio = 20.8.
The asymmetric unit of the title compound, C 29 H 24 FNO 5 Á-0.5CH 3 OH, contains two independent molecules and a one methanol solvent molecule. The methanol molecule is O-HÁ Á ÁO hydrogen bonded to one of the independent molecules. The pyrrolidine rings in both molecules adopt half-chair conformations, while the cyclopentane rings within the indane groups are in flattened envelope conformations, with the spiro C atoms forming the flaps. The benzene rings of the indane ring systems form a dihedral angle of 35.06 (7) in one independent molecule and 31. 16 (8) in the other. The fluorosubstituted benzene ring forms dihedral angles of 65.35 (6) and 85.87 (7) with the indane group benzene rings in one molecule, and 72.78 (8) and 77.27 (8) in the other. In each molecule, a weak intramolecular C-HÁ Á ÁO hydrogen bond forms an S(6) ring motif. In the crystal, weak C-HÁ Á ÁO, C-HÁ Á ÁN and C-HÁ Á ÁF hydrogen bonds link the molecules into a three-dimensional network.
Related literature
For background to compounds with antitubercular activity, see: Ali et al. (2011) . For related structures, see: Wei et al. (2011 Wei et al. ( , 2012 . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For ring conformations, see : Cremer & Pople (1975) . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 . As part of our ongoing search for novel heterocyclic compounds with antitubercular activity (Wei et al., 2011 (Wei et al., , 2012 ) the crystal structure of the title compound (I) has been determined.
The asymmetric unit of the title compound ( Fig. 1) contains two crystallographically independent molecules and a molecule of methanol (Fig. 1) . In both molecules, the intramolecular interactions of C8A-H8AA···O5A and C8B-H8BA···O5B (Table 1) form an S(6) ring motif ( Fig. 2) (Bernstein et al. 1995) . The pyrrolidine ring for both molecules A and B adopt a half-chair conformation with the puckering parameters Q = 0.4612 (16) (Table 1) hydrogen bonds into a three-dimensional network (Fig. 3) .
A mixture of 5,6-dimethoxy(E)-2-(4-fluorobenzylidene)-2,3-dihydro-1H-indene-1-one (0.001 mol), ninhydrin (0.001 mol) and sarcosine (0.002 mol) (1:1:2) were dissolved in methanol (10 ml) and refluxed for 4 h. After completion of the reaction as evident from TLC, the excess solvent was evaporated slowly and the product was separated and recrystallized from methanol to reveal the title compound as yellow crystals.
Refinement
O bound H atoms were located from a difference Fourier maps and freely refined. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.95-1.00 Å and U iso (H) = 1.2U eq (C) and 1.5U eq (C-methyl). 
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 );
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009) .
Figure 1
Molecule A of the title compound, showing 50% probability displacement ellipsoids. 
Figure 3
The crystal packing of (I). Dashed lines indicate hydrogen bonds. H atoms not involved in the hydrogen bond interactions have been omitted for clarity.
4′-(4-Fluorophenyl)-1′-methyldispiro[indan-2,2′-pyrrolidine-3′,2′′-indan]-1,3,1′′-trione methanol hemisolvate
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+1, −y+2, −z+2; (ii) −x+2, y+1/2, −z+3/2; (iii) −x+2, −y+2, −z+2; (iv) x+1, y, z; (v) −x+1, −y+1, −z+2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

